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Q67867 Sequence2.ST25.txt 
SEQUENCE LISTING 



^riO> VAUGHAN, Paul R. 

GALANis, Maria 

RAMSHAW, John A.M. 
WERKMEISTER, Jerome A. 

<120> METHOD FOR PRODUCING, IN YEAST, A HYDROXYLATED TRIPLE HELICAL PROTEIN, AND 
YEAST HOST CELLS USEFUL IN SAID METHOD 

<130> Q67867 

<140> 10/023,831 
<141> 2001-12-21 

<150> US 09/297,269 
<151> 1999-04-28 

<150> PO3310 
<151> 1996-10-29 

<150> PO4306 
<151> 1996-12-19 

<150> PCT/AU97/00721 
<151> 1997-10-29 

<160> 52 

<170> Patentin version 3.1 
<210> 1 
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Q67867 Sequence2, ST25.txt 

<211> 26 

<212> DNA 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 1 

ctgtagagga tccccgggta cggagc 

<210> 2 

<211> 23 

<212> DNA 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 2 

ttatattgaa ttctcaaaaa ttc 

<210> 3 

<211> 32 

<212> DNA 

<213> unknown 

<220> 

<223> synthetic construct 

<400> 3 

tgtaaaatta aaggatccca aagatgtggt at 

<210> 4 

<211> 30 

<212> DNA 

<213> Unknown 



<220> 
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<223> Synthetic Construct 
<400> 4 

gccgggatcc tgtcattcca atgacaacgt 

<210> 5 

<211> 44 

<212> DNA 

<213> Unknown 

<220> 

<223> Synthetic construct 
<400> 5 

actggacgga tcccgagcgc cccgcctgct ccgtgtccga catg 

<210> 6 
<211> 24 

<212> DNA 

<213> unknown 
<220> 

<223> Synthetic Construct 
<400> 6 

ggttctcctt ggtgacctcc cctt 

<210> 7 

<211> 24 

<212> DNA 

<213> unknown 

<220> 

<223> Synthetic Construct 
<400> 7 

gaaggggagg tcaccaagga gaac 
<210> 8 
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<211> 36 

<212> DNA 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 8 

ccttcaggat cctattagac ttcatctttc aacagc 

<210> 9 

<211> 44 

<212> DNA 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 9 

actggacgga tcccgagcgc cccgcctgct ccgtctccga catg 

<210> 10 

<211> 35 

<212> DNA 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 10 

ccttcaggat cctattagac ttcatctttc acagc 

<210> 11 

<211> 39 

<212> DNA 

<213> unknown 



<220> 
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<223> synthetic Construct 
<400> 11 

ctagttgaat tctacacaat gctgcgccgc gctctgctg 

<210> 12 

<211> 36 

<212> DNA 

<213> Unknown 

<220> 

<223> synthetic construct 
<400> 12 

gcaatggaat tcttattaca gttcgtgcac agcttt 

<210> 13 

<211> 4 

<212> PRT 

<213> Yeast 

<400> 13 

His Asp Glu Leu 

<210> 14 

<211> 5 

<212> PRT 

<213> Mammalian 

<400> 14 

Lys Asp Ala Glu Leu 
15 

<210> 15 
<211> 42 
<212> DNA 
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<213> unknown 



Q67867 Sequence2.ST25.txt 



<220> 

<223> Collagen Type III 

<400> 15 

gctagcaagc ttggagctcc aggcccactt gggattgctg gg 

<210> 16 

<211> 45 

<212> DNA 

<213> Unknown 

<220> 

<223> Collagen Type III 

<400> 16 

tcgcgatcta gattataaaa agcaaacagg gccaacgtcc acacc 

<210> 17 

<211> 6 

<212> DNA 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 17 
gctagc 

<210> 18 

<211> 6 

<212> DNA 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 18 
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Q67867 Sequence2.ST25.txt 

aagctt 

<210> 19 

<211> 6 

<212> DNA 

<213> Unknown 



<220> 

<223> Synthetic Construct 

<400> 19 

tctaga 6 

<210> 20 

<211> 6 

<212> DNA 

<213> unknown 



<220> 

<223> Synthetic Construct 

<400> 20 
tcgcga 

<210> 21 

<211> 21 

<212> PRT 

<213> Unknown 



<220> 

<223> Synthetic Construct 
<400> 21 

Asp Tyr Lys Asp Asp Asp Asp Lys Ala Ser Lys Leu Gly Ala Pro Gly 
15 10 15 

Pro Leu Gly lie Ala 
20 
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<210> 22 

<211> 9 

<212> PRT 

<213> unknown 

<220> 

<223> synthetic construct 

<400> 22 

Gly Pro Pro Gly Pro pro Gly Leu Ala 
1 5 

<210> 23 

<211> 9 

<212> PRT 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 23 

Gly Pro Pro Gly Pro Pro Gly Glu Arg 
1 5 

<210> 24 

<211> 9 

<212> PRT 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 24 

Gly Pro Pro Gly Pro Pro Gly Pro Ala 
1 5 



<210> 25 
<211> 9 
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<212> PRT 
<213> unknown 

<220> 

<223> Synthetic Construct 
<400> 25 

Gly Pro Pro Gly Pro Pro Gly Ala Pro 
1 5 

<210> 26 

<211> 9 

<212> PRT 

<213> Unknown 

<220> 

<223> Collagen Type III 
<400> 26 

Gly Leu Ala Gly Ala Pro Gly Leu Arg 
1 5 

<210> 27 

<211> 45 

<212> PRT 

<213> Unknown 

<220> 

<223> Synthetic Construct 
<400> 27 

Gly Gly Lys Gly Asp Ala Gly Ala Pro Gly Glu Arg Gly Pro Pro Gly 
15 10 15 

Leu Ala Gly Ala Pro Gly Leu Arg Gly Gly Ala Gly Pro Pro Gly Pro 
20 25 30 



Glu Gly Gly Lys Gly Ala Ala Gly Pro Pro Gly Pro Pro 
35 40 45 
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<210> 28 

<211> 7 

<212> PRT 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 28 

Met Gly Ala Pro Gly Ala Pro 
1 5 

<210> 29 

<211> 6 

<212> PRT 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 29 

Gly Ala Pro Gly Ala Pro 
1 5 

<210> 30 

<211> 7 

<212> PRT 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 30 

Gly Leu Glu Gly Pro Arg Gly 
1 5 

<210> 31 
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<211> 26 
<212> DNA 
<213> Unknown 

<220> 

<223> Synthetic Construct 
<400> 31 

aattccatgg gtgctccagg tgctcc 

<210> 32 

<211> 22 

<212> DNA 

<213> unknown 

<220> 

<223> Synthetic Construct 
<400> 32 

ggccacctgg tggacctggt gg 

<210> 33 

<211> 22 

<212> DNA 

<213> Unknown 

<220> 

<223> synthetic Construct 
<400> 33 

ggcccggtgg taagggtgac gc 

<210> 34 
<211> 20 
<212> DNA 
<213> unknown 
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<220> 

<223> Synthetic Construct 
<400> 34 

cgcgcacctg gtggacctgg 

<210> 35 

<211> 25 

<212> DNA 

<213> Unknown 



<220> 

<223> Synthetic Construct 

<400> 35 

cgcgcggtgg taagggtgac gctgg 

<210> 36 

<211> 41 

<212> DNA 

<213> Unknown 

<220> 

<223> Synthetic Construct 

<400> 36 

acaaccctgg tggacctggt ggacctggtg gacctgggtg g 

<210> 37 

<211> 40 

<212> DNA 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 37 

ctagccccgc ggaccctcga gaccacaaca accctggtgg 



<210> 38 
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<211> 9 

<212> PRT 

<213> unknown 

<220> 

<223> Synthetic Construct 

<400> 38 

Gly Leu Ala Gly Ala Pro Gly Leu Arg 
1 5 

<210> 39 

<211> 1572 

<212> DNA 

<213> Unknown 



<220> 

<223> Collagen Type ill Alpha I Chain 
<400> 39 



ccaggcccac 


ttgggattgc 


tgggatcact 


ggagcacggg 


gtcttgcagg 


accaccaggc 


60 


atgccaggtc 


ctaggggaag 


ccctggccct 


cagggtgtca 


agggtgaaag 


tgggaaacca 


120 


ggagctaacg 


gtctcactgg 


agaacgtggt 


ccccctggac 


cccagggtct 


tggtggtctg 


180 


gctggtacag 


ctggtgaacc 


tggaagagat 


ggaaaccctg 


gatcagatgg 


tcttccaggt 


240 


cgagatggat 


ctcctggtgg 


caagggtgat 


cgtggtgaaa 


atggctctcc 


tggtgcccct 


300 


ggcgctcctg 


gtcatccagg 


cccacctggt 


cctgtcggtc 


cagctggaaa 


gagtggtgac 


360 


agaggaga:aa 


gtggccctgc 


tggccctgct 


ggtgctcccg 


gtcctgctgg 


ttcccgaggt 


420 


gctcctggtc 


ctcaaggccc 


acgtggtgac 


aaaggtgaaa 


caggtgaacg 


tggagctgct 


480 


ggcatcaaag 


gacatcgagg 


attccctggt 


aatccaggtg 


ccccaggttc 


tccaggccct 


540 


gctggtcagc 


agggtgcaat 


cggcagtcca 


ggacctgcag 


gccccagagg 


acctgttgga 


600 


cccagtggac 


ctcctggcaa 


agatggaacc 


agtggacatc 


caggtcccat 


tggaccacca 


660 


gggcctcgag 


gtaacagagg 


tgaaagagga 


tctgagggct 


ccccaggcca 


cccagggcaa 


720 


ccaggccctc 


ctggacctcc 


tggtgcccct 


ggtccttgct 


gcggtggtgt 


tggagccgct 


780 


gccattgctg 


ggattggagg 


tgaaaaagct 


ggcggttttg 


ccccgtatta 


tggacctgaa 


840 


ccaatggatt 


tcaaaatcaa 


caccgatgag 


attatcactt 


cactcaagtc 


tgttaatgga 


900 
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Q67867 Sequence2.ST25.txt 



caaatagaaa 


gcctcattag 


tcctgatggt 


tctcgtaaaa 


accccgctag 


aaactgcaga 


OCA 


gacctgaaat 


tctgaccatc 


ctgaactcaa 


gactggagaa 


tactgggtcg 


accctaacca 


1020 


aggatgcaaa 


ttggatgcta 


tcaaggtatt 


ctgtaatatg 


gaaactgggg 


aaacatgcat 


1080 


aagtgccaat 


cctttgaatg 


ttccacggaa 


acactggtgg 


acagattcta 


gtgctgagaa 


1140 


gaaacacgtt 


tggtttggag 


agtccatcga 


rggxgg LLtr 


cagtittagct 


acggcaatcc 


1^00 


tgaacttcct 


gaagatigtcc 


TLgatg Lgca 


gctggca'ttc 


cctcgacttc 


tctccagccg 


1 OCA 


agcttcccag 


aacatcacat 


atcactgcaa 


aaatagcatt 


gcatacatgg 


atcaggccag 


*1 3 T A 

1520 


tggaaatgta 


aagaaggccc 


tgaagctgat 


ggggtcaaat 


gaaggtgaat 


tcaaggctga 


1380 


aggaaatagc 


aaattcacct 


acacagttct 


ggaggatggt 


tgcacgaaac 


acactgggaa 


1440 


tggagcaaaa 


cagtctttga 


atatcgaaca 


cgcaaggctg 


tgagactacc 


tattgtagat 


1500 


attgcaccct 


atgacattgg 


tggtcctgat 


caagaatttg 


gtgtggacgt 


tggccctgtt 


1560 


tgctttttat 


aa 










1572 



<210> 40 

<211> 503 

<212> DNA 

<213> Unknown 



<220> 














<223> Synthetic Construct 










<400> 40 
gaattccatg 


ggtgctccag 


gtgctccagg 


tggtaagggt 


gacgctggtg 


ctccaggtga 


60 


aagaggtcca 


ccaggtttgg 


ctggtgctcc 


aggtttgaga 


ggtggtgctg 


gtccaccagg 


120 


tccagaaggt 


ggtaagggtg 


ctgctggtcc 


accaggtcca 


ccaggtgggc 


ccggtggtaa 


180 


gggtgacgct 


ggtgctccag 


gtgaaagagg 


tccaccaggt 


ttggctggtg 


ctccaggttt 


240 


gagaggtggt 


gctggtccac 


caggtccaga 


aggtggtaag 


ggtgctgctg 


gtccaccagg 


300 


tccaccaggt 


gcgcgcggtg 


gtaagggtga 


cgctggtgct 


ccaggtgaaa 


gaggtccacc 


360 


aggtttggct 


ggtgctccag 


gtttgagagg 


tggtgctggt 


ccaccaggtc 


cagaaggtgg 


420 


taagggtgct 


gctggtccac 


caggtccacc 


aggtccacca 


ggtccaccag 


gttgttgtgg 


480 


tctcgagggt 


ccgcggggct 


age 








503 


<210> 41 














<211> 166 






Page 
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Q67867 Siequence2.ST25.txt 

<212> PRT 
<213> unknown 

<220> 

<223> Synthetic Construct 
<400> 41 

Asn ser Met Gly Ala Pro Gly Ala Pro Gly Gly Lys Gly Asp Ala Gly 
15 10 15 

Ala Pro Gly Glu Arg Gly Pro Pro Gly Leu Ala Gly Ala Pro Gly Leu 
20 25 30 

Arg Gly Gly Ala Gly Pro Pro Gly Pro Glu Gly Gly Lys Gly Ala Ala 
35 40 45 

Gly Pro Pro Gly Pro Pro Gly Gly Pro Gly Gly Lys Gly Asp Ala Gly 
50 55 60 

Ala Pro Gly Glu Arg Gly Pro Pro Gly Leu Ala Gly Ala Pro Gly Leu 
65 70 75 80 

Arg Gly Gly Ala Gly Pro Pro Gly Pro Glu Gly Gly Lys Gly Ala Ala 
85 90 95 

Gly Pro Pro Gly Pro Pro Gly Ala Arg Gly Gly Lys Gly Asp Ala Gly 
100 105 110 

Ala Pro Gly Glu Arg Gly Pro Pro Gly Leu Ala Gly Ala Pro Gly Leu 
115 120 125 

Arg Gly Gly Ala Gly Pro Pro Gly Pro Glu Gly Gly Lys Gly Ala Ala 
130 135 140 

Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly Cys Cys Gly 
145 150 155 160 

Leu Glu Gly Pro Arg Gly 
165 

<210> 42 
<211> 4 
<212> PRT 
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<213> unknown 



Q67867 Siequence2.ST25.txt 



<220> 

<223> Endoplasmic Reticulum Retention Signal 

<400> 42 

Lys Asp Glu Leu 
1 

<210> 43 
<211> 4 
<212> PRT 
<213> Unknown 

<220> 

<223> Endoplasmic Reticulum Retention signal 
<400> 43 

Lys Glu Glu Leu 

1 

<210> 44 
<211> 144 
<212> DNA 
<213> unknown 

<220> 

<223> Synthetic Construct 
<400> 44 

agatccggtg gtaagggtga cgctggtgct ccaggtgaaa gaggtccacc aggtttggct 60 
ggtgctccag gtttgagagg tggtgctggt ccaccaggtc cagaaggtgg taagggtgct 120 
gctggtccac caggtccacc aggt 144 

<210> 45 
<211> 144 
<212> DNA 
<213> unknown 
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<220> 

<223> synthetic construct 
<400> 45 

ccaccattcc cactgcgacc acgaggtcca ctttctccag gtggtccaaa ccgaccacga 60 
ggtccaaact ctccaccacg accaggtggt ccaggtcttc caccattccc acgacgacca 120 
ggtggtccag gtggtccatc tagg 144 

<210> 46 

<211> 48 

<212> PRT 

<213> Unknown 

<220> 

<223> Synthetic Construct 
<400> 46 

Arg Ser Gly Gly Lys Gly Asp Ala Gly Ala Pro Gly Glu Arg Gly Pro 
15 10 15 

Pro Gly Leu Ala Gly Ala Pro Gly Leu Arg Gly Gly Ala Gly Pro Pro 
20 25 30 

Gly Pro Glu Gly Gly Lys Gly Ala Ala Gly Pro Pro Gly Pro Pro Gly 
35 40 45 

<210> 47 

<211> 8 

<212> DNA 

<213> unknown 



<220> 

<223> Synthetic Construct 

<400> 47 
gatccggt 

<210> 48 
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<211> 10 
<212> DNA 
<213> unknown 



<220> 

<223> synthetic 

<400> 48 
gccatctagg 

<210> 49 

<211> 10 

<212> DNA 

<213> unknown 



Construct 



<220> 

<223> Synthetic Construct 

<400> 49 
agatccggta 

<210> 50 

<211> 9 

<212> DNA 

<213> unknown 



<220> 

<223> Synthetic 

<400> 50 
gccatctag 

<210> 51 

<211> 74 

<212> PRT 

<213> unknown 



Construct 



<220> 
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<223> Synthetic Construct 
<400> 51 

Asp Tyr Lys Asp Asp Asp Asp Asp Lys Glu Phe Leu Glu Pro Gly Arg 
15 10 15 

ser Gly Arg Ser Gly Gly Lys Gly Asp Ala Gly Ala Pro Gly Glu Arg 
20 25 30 

Gly Pro Pro Gly Leu Ala Gly Ala Pro Gly Leu Arg Gly Gly Ala Gly 
35 40 45 

Pro Pro Gly Pro Glu Gly Gly Lys Gly Ala Ala Gly Pro Pro Gly Pro 
50 55 60 

Pro Gly Arg Ser Gly Pro val Asp Pro Arg 
65 70 

<210> 52 

<211> 77 

<212> PRT 

<213> Unknown 



<220> 

<223> Synthetic Construct 
<400> 52 

Asp Tyr Lys Asp Asp Asp Asp Asp Lys Glu Phe Leu Glu Pro Arg Ser 
15 10 15 

Gly Arg Ser Gly Gly Lys Gly Asp Ala Gly Ala Pro Gly Glu Arg Gly 
20 25 30 

Pro Pro Gly Leu Ala Gly Ala Pro Gly Leu Arg Gly Gly Ala Gly Pro 
35 40 45 

Pro Gly Pro Glu Gly Gly Lys Gly Ala Ala Gly Pro Pro Gly Pro Pro 
50 55 60 

Gly Arg Ser lie Asp Gly ser Gly Pro val Asp Pro Arg 
65 70 75 
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